Pol δ
Cat titration in the presence and absence of Pol δ (10 nM). The reaction was performed on the template illustrated in Figure 1C with 20 nM Pol ε. Reactions were incubated for 12 min and products were separated through a 1% alkaline agarose gel. Chromatin replication reaction (60 min) performed on the template illustrated in Figure 3A .
Products were analysed through a 1% alkaline agarose gel. (A) Lane scans for the data in Figure 3B lanes 1-3. (B) Lane scans for the data in Figure 3B lanes 4-6.
(C) XbaI (Left lead) and SacI (Right lead) digested products from the reaction in Figure 3B were digested with RNase HII and separated through a 4% denaturing polyacrylamide gel.
(D and E) Normalized lane scans of the data in Figure 3C for enzymes that digest the 'Right' (D) and 'Left' (E) leading strands. (A) Replication reaction performed on the chromatinized template in Figure 4A for 60 min.
Products were separated through a 1% alkaline agarose gel. * marks the positions of replication products likely generated from activation of MCM loaded outside ARS1.
(B) Lane profiles of the data in (A).
(C) Digested replication products from (A) were either mock treated or treated with RNase HII prior to being separated through a 4% denaturing polyacrylamide gel.
(D) Replication reaction performed and analyzed as in (C) in the absence of RNase HII. Table S2 . Related to STAR Methods.
Purification strategy used for replication proteins.
